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http://www.qcnet.com/Portals/0/PDFs/CLIALimits(3-3-04).pdf

CLIA Proficiency Limits

CLIA

Analyte or Test Criteria for Acceptable Performance
Alcohol, Blood +25%
Alanine Aminotransferase (ALT/SGPT) + 20%
Albumin + 10%
Alkaline Phosphatase + 30%

Alpha-1 Antitrypsin

Target value + 3 SD

Alpha-Fetoprotein (Tumor Marker) AFP

Target value + 3 SD

Amylase

+ 30%

Antinuclear Antibody

Target value + 2 dilutions or positive/ negative

Antistreptolysin O

Target value + 2 dilutions or positive/ negative

Anti-Human Immunodeficiency Virus

Reactive or nonreactive

Aspartate Aminotrasnferase (AST/SGOT)

+20%

Bilirubin, Total

Target value + 20% or + 0.4 mg/dL (greater)

Calcium, Total

Target value + 1.0 mg/dL.

Carbamazepine

+26%

Cell Identification

90% or greater consensus on identification

Chloride

+ 5%

Cholesterol, High Density Lipoprotein

+ 30%

Cholesterol, Total

+10%

Complement C3

Target value + 3 SD

Complement C3C Target value + 3 SD
Complement C4 Target value + 3 SD
Cortisol + 25%
Creatine Kinase + 30%

Creatine Kinase CK-MB

Target value + 3 SD or presence/ absence

Creatinine

Target value = 15% or + 0.3 mg/dL (greater)

| Digoxin

Target value + 20% or + 0.2 ng/mL (greater)

Erythrocyte Count RBC

+ 6%

Ethosuximide +20%

Fibrinogen +20%

Free Thyroxine Free T4 Target value + 3 SD

Gentamicin +25%

Glucose Target value + 10% or + 6 mg/dL (greater)

Hematocrit (Excluding Spun Hematocrits) HCT

+ 6%

Hemoglobin Hgb, Total

+7%

Hepatitis (HbsAg, anti-HBc, HbeAg)

Reactive (positive) or nonreactive (negative)

Human Chorionic Gonadotropin Beta

Target value £ 3 SD or positive/ negative

Human Chorionic Gonadotropin Intact

Target value + 3 SD or positive/ negative

Human Chorionic Gonadotropin Qualitative

Target value + 3 SD or positive/ negative

Human Chorionic Gonadotropin Total

Target value + 3 SD or positive/ negative

[ IgA Target value + 3 SD

| IgE Target value + 3 SD

[ 19G +25%

[ IgM Target value + 3 SD

Infectious Mononucleotides Target value + 2 dilutions or positive/ negative
Iron, Total +20%
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Analyte or Test
Lactate Dehydrogenase (LDH)

CLIA
Criteria for Acceptable Performance
+20%

LDH Isoenzymes

Target value + 30% or (+ or -)

LDH Isoenzymes 1

Target value + 30% or (+ or -)

LDH Isoenzymes 2 + 30%
LDH Isoenzymes 3 + 30%
LDH Isoenzymes 4 + 30%
LDH Isoenzymes 5 + 30%

Lead Target value + 10% or + 4 mcg/dL (greater)
Leukocyte Count WBC +15%

Lithium Target value + 20% or + 0.3 mmol/L (greater)
Magnesium +25%

NAPA + 25%

Partial Thromboplastin Time +15%

pCO2

Target value + 8% or £ 5 mm Hg (greater)

pH Target value + 0.04

pO2 Target value + 3 SD

Phenobarbital + 20%

Phenytoin +25%

Platelet Count PLT +25%

Potassium Target value £ 0.5 mmol/L

Primidone + 25%

Procainamide (and metabolite) +25%

Prothrombin Time +15%

Quinidine + 25%

Rheumatoid Factor Target value + 2 dilutions or positive/ negative
Rubella Target value * 2 dilutions or positive/ negative
Sodium Target value = 4 mmol/L

T3 Uptake Target value + 3 SD

Theophylline + 25%

Thyroid-stimulating Hormone TSH Target value £ 3 SD

Thyroxine T4 Total Target value + 20% or + 1.0 mcg/dL (greater)
Tobramycin +25%

Total Protein Serum + 10%

Triglycerides + 25%

Triiodothyronine T3 Total

Target value + 3 SD

Urea Nitrogen

Target value + 9% or + 2 mg/dL (greater)

Uric Acid +17%
Urine/Spinal +10%
Valproic Acid + 25%

White Blood Cell Differential

Target value + 3 SD based on the percentage of
different types of white blood cells in the samples
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http://www.qcnet.com/Portals/0/PDFs/BV Values1Final.pdf

Desirable Analytical Quality Specifications for Imprecision, Bias and Total Error Upon Biological Variation

The following values are provided as a service to Bio-Rad Customers and are based upon desirable performance. The values are
derived from Ricos C, Alvarez V, Cava F, Garcia-Lario JV. Hernandez A, Jimenez CV, Mininchela J, Perich C, Simon M. “Current
dalabases on biologic variation: pros, cons and progress” Scand J Clin Lab Invesl 199959 491-500 These values are updaled/
moedified with the most recent specifications made available in 2010.

CV,, = within-subject biological variation; CV, = between-subject biological variation; Imp = imprecision; TE, = fotal allowable error

S | 11-Deoxycortisal 213 31.5 10.7 9.5 271 34.3
S | 17-Hydroxyprogesterone 19.6 524 9.8 14.0 302 36.8
U | 5-HIAA concentration, 24 h 20.3 332 10.2 97 26.5 334
S | 5'Nuclectidase 1.3 126 57 42 136 174
S | at-Acid glycoprotein 1.3 249 5.7 6.5 16.2 20.0
S | al-Antitrypsin 59 16.3 30 4.3 92 1.2
S | a1 Globulin 1.4 226 57 6.3 15.7 19.6
S | a2-Globulins 10.3 127 52 41 12.6 16.1
U | a1-Microglobulin 33.0 58.0 16.5 16.7 439 551
S | u2-Macroglobulin 34 187 17 48 76 87
S | a-Amylase 8.7 28.3 44 74 11.6 17.5
U | a-Amylase 94.0 46.0 47.0 26.2 103.7 135.7
S | o-Amylase, pacreatic 1.7 299 59 8.0 177 21.7
S | Acid phosphatase (ACP) 8.9 8.0 45 3.0 10.3 13.4
P | Activated partial thromboplastin time 27 86 1.4 23 45 54
P | Adiponectin 18.8 512 94 136 291 355
S | AFP 12.0 46.0 6.0 11.9 21.8 259
S | Alanine aminotransferase 243 416 122 12.0 321 40.4
S | Alburmin 31 472 16 13 39 49
U | Albumin 36.0 55.0 18.0 16.4 46.1 58.4
S | Aldosterone 294 40.1 14.7 124 36.7 46.7
U | Aldesterone concentration, 24 h 328 39.0 16.3 127 39.6 50.7
S | Alkaline phosphatase 6.4 2438 3.2 6.4 "7 139
S | Alkaline phosphatase, bone 6.2 374 31 95 146 16.7
U | Aminolevulinic Acid 16.0 270 8.0 7.0 210 26.5
U | Ammonia output, 24 h 24.7 27.3 124 9.2 296 38.0
S | Androstendione 11.5 1.1 0.8 13.1 226 26.9
P | Antiplasmin activity 6.2 31

P | Antithrombin 111 52 15.3 26 40 8.3 10.1
S | Apolipoprotein A1 6.5 134 33 37 91 1.3
S | Apolipoprotein B 6.9 228 3.5 6.0 1.6 14.0
S | Ascorbic Acid (Vitamin C) 26.0 31.0 13.0 101 316 40.4
S | Aspartate aminotransferase 1.9 179 6.0 54 15.2 19.2
S | a-Tocopherol 138 150 69 51 165 212
S | B2-Microglobulin 59 195 3.0 4.1 9.0 11.0
B | Basophils, count 28.0 94.8 14.0 194 38.5 48.0
S | B-Globulins 10.1 9.1 5.1 34 1.7 15.2
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S | Bilirubin, conjugated 36.8 43.2 18.4 14.2 44.5 57.1
S | Bilirubin, total 238 39.0 19 114 31.1 39.1
S | CPephde 16.6 23.2 3.3 f1 20.8 26.5
S | C3 complement 0.2 10.6 26 4.1 8.4 10.2
S | C4 complement 89 434 45 86 16.0 19.0
S |CA125 247 546 12.4 15.0 354 438
S |CA153 6.1 62.9 31 15.8 20.8 229
S |CA199 16.0 102 8.0 258 39.0 44.5
S | CA549 9.1 334 46 8.7 i6.2 i9.3
S | Calcium 1.9 28 1.0 0.8 24 3.1
U | Caicium 275 36.6 i3.8 ii4 34.1 43.5
U | Calcium, lonized 1.7 2.2 0.8 0.7 2.1 2.7
S | Carbohydrate deficient transferrin 71 38.7 36 98 15.7 18.1
S | Carcinoembryonic antigen (CEA) 12.7 556 6.4 143 247 29.1
S | Carnitine. Free 76 152 38 42 105 131
S | Carnitine, Total 7.7 13.8 39 4.0 10.3 12.9
B |CD4 250 12.5
S | Ceruloplasmin 5.7 11 2.9 3.1 7.8 9.8
3 | Chloride 1.2 1.9 086 05 1.5 19
S | Cholesterol 5.4 15.2 27 4.0 0.5 10.3
S | Cholinesterase 7.0 10.4 3.5 31 09 11.3
P | Chromogranin A 12.8 26.3 6.4 7.3 17.9 222
g | CK MB, activity 19.7 243 98 7.8 24.1 30.8
S | CKMB, mass 18.4 61.2 9.2 16.0 31.2 37.4
P | Copper 8.0 19.0 1.0 5.2 1.8 14.5
S | Copper 4.9 136 25 36 77 9.3
S | Cortisol 209 456 10.5 125 298 36.9
S | C-Reaclive protein 422 763 211 218 56 6 710
8 | Creatine kinase 228 40.0 14 1.6 30.3 38.1
S | Creatinine 53 14.2 27 38 82 10.0
U | Creatinine 24.0 24.5 12.0 8.6 28.4 36.5
S | C-telopeptide (CTx) 9.6 30.6 4.8 8.0 15.9 19.2
S |Cyfra211 225 311 "3 96 282 358
S | Cysfatin C 46 13.0 23 34 7.2 8.8
P | Cysteine 59 12.3 30 34 83 10.3
S | Dehydroepiandrosterone sulfate 42 293 21 74 109 12.3
P | Elastase 13.6 16.4 6.8 5.3 16.5 21.2
B | Eosinophils, count 21.0 76.4 10.5 19.8 37.1 44.3
B | Erythrocytes, count 3.2 6.1 1.6 1.7 4.4 55
S | Estradiol 18.1 19.7 9.1 6.7 216 27.8
U | Estradiol 304 15.2
P | Factor V 36 1.8
P | Factor VII 6.8 194 34 51 107 13.1
P | Factor VIII 4.8 19.1 24 4.9 89 10.5
P | Factor X 5.9 30
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S | Ferritin 1472 150 71 52 169 217
P | Fibrinogen 10.7 158 54 48 13.6 17.2
S | Folate 24.0 73.0 12.0 19.2 39.0 47.2
B | Folate 12.0 66.0 6.0 16.8 26.7 30.8
S | Follicle stimulating hormone 8./ 18.0 4.4 5.0 12.2 158.1
S | Free thyroxine (FT4) 5.7 121 29 3.3 8.0 10.0
S | Free triiodothyronine (FT3) 79 17.6 4.0 4.8 1.3 14.0
S | Fructosamine 34 59 1.7 1.7 4.5 5.7

S | HDL cholesterol 71 197 36 52 1.1 135
S | Globulins, total 55 129 28 35 8.0 9.9

S | Glucose 57 6.9 29 22 6.9 8.9

B | Glucose-6-Phosphate Dehydrogenase 328 318 164 1.4 30.5 496
B | Glutathione peroxidase 7.2 217 36 5.7 "7 141
S | Glycatad albumin 52 10.3 26 29 7.2 8.9

S | Haptoglobin 204 36.4 102 104 27.3 342
P | HDL cholesterol 7.1 19.7 3.6 9.2 1.1 13.9
B | Hematocrit 28 6.4 1.4 1.7 4.1 50

B | Hemoglobin 28 6.6 14 1.8 4.1 5.1

B | Hemoglobin A1C 19 4.0 1.0 1.1 27 33

S | High Sensilivily C-Reaclive prolein 422 76.3 211 218 56.6 71.0
P | Homocysteine 9.0 403 45 10.3 17.7 208
U | Hydroxyproline 36.1 38.8 18.1 13.2 43.0 58.3
S | Immuncglobulin A 54 359 27 9.1 13.5 15.4
S | Immuneglobulin G 45 16.5 23 4.3 8.0 9.5

S | Immunaglobulin M 0.9 47.3 3.0 11.9 16.8 18.8
S | Insulin 21.1 58.3 10.6 15.5 329 40.1
S | Insulin-like growth factor | (IGF-I) 9.4 27.0 4.7 7.1 14.9 18.1
S |lron 26.5 232 133 8.8 30.7 397
S | k-Chains 4.8 15.3 24 40 8.0 96

B |Lactate 272 16.7 136 8.0 30.4 39.7
S | Lactate dehyrogenase (LDH) 8.6 147 4.3 43 1.4 14.3
P | Lactoferrin 118 237 58 6.6 16.4 204
S |I-Chains 4.8 18.0 24 47 8.6 10.2
S |LD1 6.3 10.2 32 3.0 82 10.3
S |LD2 4.9 4.3 2.5 1.6 5.7 7.3

S |LD3 4.8 55 24 1.8 5.8 7.4

S |LD4 94 90 47 33 11.0 14.2
S |LD5 12.4 134 6.2 4.6 14.8 19.0
S | LDL cholesterol 8.3 257 42 6.8 13.6 16.4
B | Lcukocytes, count 10.9 196 556 56 146 18.3
S |Lipase 231 331 1.6 10.1 291 37.0
S | Lipoprotein (a) 8.5 85.8 43 216 28.6 31.5
S | Luteinizing hormone 14.5 278 7.3 7.8 19.8 247
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B | Lymphocytes, count 10.4 278 52 7.4 16.0 19.5
S | Magnesium 36 6.4 1.8 1.8 438 6.0
U | Magnesium 45.4 37.4 227 14.7 522 67.6
S | Magnesium, ionized 19 51 1.0 1.4 29 36
B | Mean corpuscular hemoglobin (MCH) 1.6 52 0.8 1.4 27 3.2
B | Mean corpuscuiar hemogiobin conc. (MCHC) | 1.7 28 0.9 0.8 2.2 28
B | Mean corpuscular volume (MCV) 1.3 4.8 0.7 1.2 23 28
B | Mean platelet volume (MPV) 1.3 2.1 22 2.3 58 7.3
B | Monocytes, count 17.8 498 89 13.2 279 340
S | Mucinous carcinoma-associated antigen 101 393 51 10.1 18.5 219
(MCA)
S | Myeloperoxidase 36.0 30.0 13.0 1.7 41.4 53.7
S | Myoglobin 13.9 296 7.0 8.2 19.6 244
B | Neutrophils, count 16.1 328 8.1 9.1 224 279
U | N-telopeptide 17.2 448 86 12.0 262 32.0
S | NT-proBNP 208 362 in4 104 276 347
S | Osmolality 1.3 12 07 0.4 1.5 2.0
S | Osteocalcin 6.3 231 32 6.0 12 13.3
U | Oxalate 44.0 18.0 220 11.9 48.2 63.1
S | Parathyroid hormone (PTH, intact) 259 238 13.0 8.8 30.2 39.0
B | pCO2 4.8 53 24 1.8 57 7.4
B |PH 3.5 20 1.8 1.0 39 51
S | Phenylacetate 6.6 252 33 6.5 12.0 14.2
S | Phosphate 85 9.4 43 3.2 10.2 13.1
U | Phosphate 284 265 13.2 9.4 31.1 401
S | Phospholipids 6.5 11.1 33 3.2 8.6 10.8
P | Plasminogen 7.7 3.2
B | Platalets 9.1 21.9 4.6 5.9 13.4 16.5
U | Porphobilinogen 17.0 31.0 8.9 8.8 229 28.6
U | Porphyrins, Total 40.0 200
S | Potassium 4.8 5.6 24 1.8 5.8 7.4
U | Potassium 271 232 136 8.9 313 40.5
S | Prealbumin 109 19.1 55 5.5 14.5 18.2
S | Prolactin (men) 6.9 61.2 35 154 21.1 234
S | Procollagen type 1 n-terminal (PINF) 6.8 18.4 3.4 49 10.5 12.8
S | Properdin factor B 95 1.2 48 3.7 158 14.7
S | Prostatic specific antigen (PSA) 18.1 72.4 9.1 18.7 33.6 39.7
U | Protein 396 17.8 19.8 109 435 57.0
P | Protein C 5.8 55.2 29 13.9 18.7 20.6
P | Protein 8 5.8 63.4 29 15.9 20.7 227
S | Protein, total 27 4.0 1.4 1.2 34 4.4
P | Prothrombin, time 4.0 6.8 20 2.0 53 6.6
U | Pyridinoline/creatinine 8.7 17.6 4.4 4.9 12.1 15.0
B | Pyruvate 15.2 13.0 7.6 5.0 17.5 227
B | Red cell distribution wide (RDW) 3.5 5.7 1.8 1.7 4.6 5.7
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B | Reficulocyte, count 110 290 55 78 168 206
P | Relinol 6.2 21.0 31 55 10.6 127
S | Retinol 13.6 19.0 6.8 58 17.1 217
S | Rheumatoid factor 85 245 43 6.5 135 164
5 |sCC 394 35.7 19.7 13.3 45.8 99.2
B | Selenium 12.0 14.0 6.0 46 14.5 18.6
P | Selenium 120 120 6.0 42 14.0 18.2
S | Sex hormone binding globulin (SHBG) 121 427 6.1 11 211 252
S | Sodium 0.7 1.0 0.4 0.3 09 1.1
U | Sodium 240 26.8 12.0 9.0 28.8 37.0
S | T3-uptake 4.5 4.5 2.3 1.6 5.3 6.8
S | Testosterone 9.3 237 4.7 6.4 14.0 7.2
U | Testosierone 25.0 i2.5

S | Thyroglobulin 0.2 04 0.1 0.1 0.3 03
S | Thyroglobulin antibody 85 82 43 208 276 305
S | Thyroid peroxidase antibody 11.3 1470 |57 36.9 462 500
S | Thyroid stimulating hormone (TSH) 193 246 a7 78 237 303
S | Thyrotropin receptor antibody 4.8 24

3 | Thyroxin binding globulin (TBG) 4.4 12.6 2.2 3.3 7.0 8.9
S | Thyroxine (T4) 49 109 295 3.0 7.0 8.7
S | Tissue polypeptide antigen (TFA) 287 404 14.4 12.4 361 450
U | Total catecholamines, concentration, 24 h 240 320 12.0 10.0 298 380
S | Transferrin 3.0 4.3 1.5 1.3 3.8 4.8
S | Triglyceride 209 37.2 10.5 10.7 279 35.0
S | Triiodothyronine (T3) 8.7 17.2 4.4 4.8 12.0 15.0
S | Troponin-I 14.0 63.0 7.0 16.1 277 324
S | Tumor neucrosis factor 430 29.0 215 13.0 484 631
S |Urate 9.0 176 4.5 49 124 154
U | Urale 247 221 12.4 8.3 287 371
S | Urea 123 18.3 6.2 5.5 15.7 19.8
U | Urea concentration 227 209 14 8.6 273 351
P | Vitamin B1 48 12.0 24 3.2 7.2 8.8
B | Vitamin B12 15.0 69.0 7.5 17.7 30.0 351
B | Vitamin B2 58 10.0 29 29 7.7 96
B | Vitamin B6 14 440 0.7 11.0 12.2 12.6
P | Vitamin E (a-tocopherol) 76 21.0 3.8 56 11.9 14.4
U [VMA 222 47.0 11 13.0 31.3 38.9
S | VLDL cholesterol 276 13.8

P | Von Willebrand factor 0.001 28.3 0.0005 71 7.1 7.1
P | Von Willebrand factor antigen 50 18.0 25 4.7 8.8 10.5
S | y-Globulin 1486 12.3 7.3 4.8 16.8 218
S | y-Glutamyltransferase 138 410 69 10.8 222 269
P |Zinc 11.0 14.0 55 45 135 173
S |Zinc 93 94 47 33 10 141
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4 do~50-~60 & BRI EREA (2 CAP PR 4 RFR O L E S IRE)
Test or Analyte CAP limit(%) | 40 CV(%) | 56CV(%) 66CV(%)
ALT 20 <5.00 <4.00 <3.33
Albumin 10 <2.50 <2.00 <1.67
ALP 30 <7.50 <6.00 <5.00
Amylase 30 <7.50 <6.00 <5.00
Bilirubin, total 20 <5.00 <4.00 <3.33
Blood gas pCO; 8 <2.00 <1.60 <1.33
Chloride 5 <1.25 <1.00 <0.83
Cholesterol, total 10 <2.50 <2.00 <1.67
Cholesterol, HDL 30 <7.50 <6.00 <5.00
Creatine Kinase 30 <7.50 <6.00 <5.00
Creatinine 15 <3.75 <3.00 <2.50
Glucose 10 <2.50 <2.00 <1.67
Iron , total 20 <5.00 <4.00 <3.33
LDH 20 <5.00 <4.00 <3.33
Lithium 20 <5.00 <4.00 <3.33
Magnesium 25 <6.25 <5.00 <4.17
Total protein 10 <2.50 <2.00 <1.67
BUN 9 <2.25 <1.80 <1.50
Uric acid 17 <4.25 <3.40 <2.83
RBC 25 <6.25 <5.00 <4.17
Hematocrite 6 <1.50 <1.20 <1.00
WBC 15 <3.75 <3.00 <2.50
Platelet 25 <6.25 <5.00 <4.17
Fibrinogen 25 <6.25 <5.00 <4.17
PTT 15 <3.75 <3.00 <2.50
PT 15 <3.75 <3.00 <2.50
Test or Analyte | Unit CAP limit 40 SD 56SD 66 SD
Blood gas pH | pH unit 0.04 <0.010 <0.008 <0.007
Calcium, total | mg/dL 1.0 <0.250 <0.200 <0.167
Potassium mmole/dL 0.5 <0.125 0.100 <0.083
Sodium mmole/dL 4 <1.000 0.800 <0.667
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M2 SRR Sp K L AT NE EE RN (PEEE G )
1 Az mgs 2 68 ARSBH D P 1% E(target value) ~ SD ~ Bias
1.1 % 7% : Cholesterol
12 &4 4 3 BkA 245mg/dL 2 110mg/dL
1.3 & SD (%3566 % r‘{«? 25)
1.3.1 SDpss =3.11 ~ CV245=1.27% n=566 for 245mg/dL
1.3.2 SDy;9=1.50 ~ CV}10=1.37% n=566 for 110mg/dL
1.4 % bias
1.4.1 #3305y # Bk %

% pEE (T390 ) 19
212 203 4%
196 194 1%
113 107 6%
200 194 3%
144 140 3%

142 703 7 il 5 EIE
EIE() EHEATHFEAKLESZ BER T5 bias= (4+1+3) %/3=2.6%
EI(Q2)r T OUER RTTRA AL E 203 4% § kA
1.5 BK TEa=10% (% & *h3ng g & K)
1.6 58 B AR P 5 4215 0.9 5 BIESH & |3 0.05
17 GEZEZRPFFETEN S 6 & ASEq
30 ASEqq 2 & 5 Tl i %uiE £ (critical systematicerror) > 2.5 7 R &7 F LA
FA (TE,) > 37 2 8B A Suls% W iplendo] k3 i o
(1) 6=(10-2.6)/1.27 =5.83 i ASEi = (10-2.6)/1.3-1.65 = 4.0SD ;
(2)6=(10-4)/1.27=4.7 ; ASEi = (10-2.6)/1.3-1.65 =3.06SD ;
1.8 Lz v i r 5F i
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Systematic Error (SE, multiples of s)
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S kv 5 T Peg 5 #1709 0 BAES 5 Py o) 37 0.05
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M 58] 1] 2| 1ass >93% 0.1%
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1.9.2 N=2
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Wirg M2 3RS 20 CEHAB L 6)

1 &FaEE (TV): TV =245mg/dL 2 TV = 110mg/dL
2 5H 4L SD: SDy;=3.11+SD,=150
3 RAEe
* 18Dl = (L1-TVy,) /SDy; ; SDIp= (L2-TV1,) /SDis

#=x| L1 | L2 |"SDIy| "SDI,| #+= L1 L2 | *SDI.;|*SDIy,
1 241 | 108 | -0.32 | -1.33 16 243 107 -0.64 | -2.00
2 241 110 | -0.32 | 0.00 17 246 112 0.32 1.33
3 243 | 111 | 0.00 | 0.67 18 244 109 -0.32 | -0.67
4 243 | 110 | 0.64 | 0.00 19 241 107 -1.29 | -2.00
5 248 | 112 ] 0.00 | 1.33 20 243 110 -0.64 | 0.00
6 250 | 110 | 0.32 | 0.00 21 241 110 -1.29 | 0.00
7 245 | 110 | 0.00 | 0.00 22 247 112 0.64 1.33
8 247 | 111 | -0.32 ) 1.33 23 241 108 -1.29 | -1.33
9 249 | 1121 0.32 | 2.00 24 240 108 -1.61 | -1.33
10 | 250 | 112 ] 0.64 | 0.67 25 246 109 0.32 | -0.67
11 252 | 113 ] 096 | 1.33 26 243 110 -0.64 | 0.00
12 246 | 110 | 0.00 | 0.00 27 247 110 0.64 0.00
13 247 | 110 | 0.00 | 0.00 28 243 109 -0.64 | -0.67
14 | 240 | 110 | -0.32| 0.00 29 247 109 0.64 | -0.67
15 246 | 108 | 0.00 | -0.67 30 246 111 0.32 0.67
4 EEREEEFR:
4.1 kB P PEER
42 mF AR 1
43 #* g L~ Ly [
44 FiE mean ;=245 s mean ,=110; P = L 3  mean ;=245 ~ mean =110
45 EWHFEEZL 1 SD Liguar=3.11 ~ SD 12usuar=3.50 5 P w1 1% % % SD Licurent=3.15 »
SD ocurrent=1.51 3 ARE1=1.01 ~ ARE,=1.01 (ARE ;= SD Licurrent / SD L1usual )
46 HPFFEE R 2 AREFRE > FLE S~ A FMEF 40 BTG AR
(3.4) I % o
3 ST ]
A
? i %H L2 R R
e VA VA WAL/
2| A A
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 21 22 23 24 25 26 27 28 29 30




